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HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Negative Sample as the NC raw value.

Replace MC Bead #0071 = 15.8 with N5 Bead #0071 = 2277

a0

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Megative Contral for this sample.
The NC bead for the background sample will also use the
corresponding bead,

Replace NC Bead #0071 = 538.25 with Lowest Bead #068 =
201.95

and Background MC Bead # 001 = 99.56 with Lowest Bead #0&8
= 281.867

L) LIAZ (M)

HHLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Contral for this sample.
The NC bead for the background sample will also use the
corresponding bead.

ReplaceINC Bead #0071 = 1980.59 I'.rlth Lowest Bead #0371 =
650,65
and Background NC Bead # 001 = 73.31 with Bead #031 = B4.627

o
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NBG Ratio

« NBG Ratio = Normalized Background Ratio
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SamplelD - Mic  PositiveCutoff; 1.5  NegativeCuoff; 12  NCThreshold 350
* PatientID | HNA  SenmsitiviMFL: 0
Sample ID: . I—I o
l_l Patient ID: Patient Name: Local ID:
S i Status Transplant Type
Class I Class IT.
Overal Bead Result RawData Ratio Count Overal Bead Result RawData Ratio Count Sample Date
[2(LBUFL1-64 Pasitive 005 Positve 8315 1621 112 Positive 78 149 1357 NC 2116 168
007 Positve 9776 1913 122 081 4 163 PC 927836 148
008 Positve 62227 1207 147 083 08 155 PCINC Ratio 4385
013 Positive 84977 1657 101 o84 133 132
018 Positve 95122 1860 100 036 Lo 131
030 Positve 77582 1509 148
041 Pesitive 70383 1363 169
043 Positve 88508 1728 18
033 Posite  TO6H 1371 197
059 Positve 69843 133 142
061 Positve 63073 1259 19
062 Positve 94217 1847 134
AIC
Overal Bead Result RawData Ratio Count
Magativa 099 Megstive 2483 0.07 147
100 Nesstive 2272 003 170
Sec. Al Treatment:
Saved By: 1.1 Saved Date: 1788 5
Confirmed By Confirmed Date:
Comment:
o £ TOE—XDNBG Ratiot®
E-XhD> hhFRREND
S 7N
T T
11 zz/z020 HLA Fusion™ 4 4013825 Pagz1 of

> AVol.2 HLATUARE 55280
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Analyze Data IHepurts Data Sample PatientInfo Profile Utilities Help Euxit
&Pl 1 -
RO DQE L B E R L [ . .
Session I 200907_LSMO022_NC023_20200907_124154
Patient Generic Typing LABType  MicroS5P  Generic Antibody | LABScreen | Specialty  Statistiq CatalogD:  LSM1INC23_022_00
NSSample: G
. LSM Details Backsrowd Valus
Patient or |* | | | Sme &m! r s 12121 007 131231 008 12979 013 11474 018 12838 030 12909 041 12349 043 13309 083 13332 059 12698
Donor ID: — 061 12B84 062 14212 a9z 081 10928 083 1073 084 6602 086 933 0% 908 w0 00 NC 11478
| LSMSUmrer | &.- PC 12121247
= = = q
o | H;I SessionlD L5M Cverview ClassT  PositiveCutofie 1.5 NegativeCuoft, 12 NCThreshold 50 Class]  SensitivigMFL: 0
W "P' iti ClassII  Positive Cutoff: 1.7 Negative Cuoff, 12 NC Threshold 30 ClassIT  Sensitivi MFL: 0
Batch: |* | _| ellFosimon Product Compare MIC PositiveCutofi 1.5 NegativeCuoff; 12 NCThreshold 30
SEI'HIJIEID pﬂ HNA Sensitivi MFL: 0
- e NC—> e PLs
. o Thie |* || | CEE"DQID | | | | [WellPosition] Sample ID Class I ClassII  MIC Raw Count Raw  Coum PCNC
[2(1BLFL1-64 Positive Positive Negative 2116 168 0278356 148 43835
PatientD: Patient Nama
Sec Ab: Treatment
Saved By: 11 Saved Dae: 1 2z, 2020
Confirmed By Confirmed Date: Sample Date
Comment:
User Comment
b7 1%/ PBRIEDFERDHZRIRIN
=—Z
| / = na VAN 5
T.1
11 &2, &0 HLAFusion™ 44013925 Pagz 1 of 1
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& w R & &F & EEE Y & & & e S Fey e wE R FF ' RF ' SECFT
Bl 493588 SSTIEFSELFTETILLRLISISETIASEFTSASEEEY, & & & & 5886 & 5548F &8 & LE A SE. L. TE, ST & &, 89 R T - T =Y Y- S -
S R S S T TS N RS F T RSO T EEGFEFESSEL " F W 8 Peey v 'FHeFe F € & £y B EEEY ¥ s R S R 2
i R R I [————mel T R N O R R
U
PL V5%, CREG
B 6co00000600006000000600000G6000006608900G6608890a oy oo F £, .8 & &S, .S, EIES, L8588 28 SSSrEIIL Fooocoaoo e
& “ E &8 e ey & reEL E sgen Ty FEEFFEEY & &

Ab Assignment i
:{002) 13133.01 bﬁ' \ 9 Epitope Assignment
Spec. = X6 < X6 M Ba...
e =an (Ba Final Assignment [BEgl DAg m -
S = ¥IERRADR
g
B42 2 N Spec. 1l
BES 3
xe s0a.ce FIEFESR (X6 ) 2RR -]
X4 302.€¢ BS6 2 E@*I E" (X l‘ ) 73\
XE 1835.81 . BET 1
X8 439243 - B8l 1
esultType: Modified
Tuded Antigen B54 1 i} 24677.46 v = .
[ ] [ | ” || ”Nswvw

t

[ user Cutoff [ ] Lacus Cutoff \
Formula | Baseline ~ g’v"s't":n")'f-' | =5 Combine
nMFIwﬁEW =8| Raw Data || Save>> IW
b |
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Antigen

Antigen
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NMFI& (3 Y

 NMFI = normalized Mean Fluorescence Intensity
— LABScreenT(dTrimmed Mean®{EZnMFIEU TERFE
~TARMMDOEZEL TERAEN. LABScreenX it B 1B

« HLA Fusion_tT(EBaselinet UT&ER RSN S
- sTEI(

(HRADEZLE —ME-1RIADNCE-X1E) —
(NCIIBEDEE—X{E - NCIBEONCE —X1E)

BE-ZXD)\W) I 50> RiRE

BARIKCHFD/\vIT 5T R

PRZS
nMFI
Bead ( Sample Sample\( LSNS LSNS) : NBG
D = NC = NC Baseline Ratio Rxn Count

077 17831008 |319.22 155.32 |21.77 7.82 & 142
023 16857 .76 319 22 !l-E-i.-EE 2‘1._:"TL 16575.45 13.63 & 144
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Cutoff OLI Current
w2 12e o8 12e 08 BSS 3 0 25268.37 —
wa 07 ee 20z.ec BSE 2 0 25252.38
X6 1885 81 a28 48 BET 1 0 25125.25
H8 4352.43 4392 43 B81 1 ] 2486932
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L] EE
Formula |Baseine ‘ Other Assi | || combine |
Acceptable ‘ ||:| More Test [ paw Data " Saves> ” Confirm> |

Antigen

> AVol.2 HLATUARE 55280




=
15
Ls

[543

n

VERITAS
B)

R

m
L5 ‘g
[~
s

-0

C

o
s oy
5ol o
[ %3
=01 o
-zl Mﬁ.
ok T
[~ o Wm
e 2
[l w,bm..r
. o
i g
it
e ﬁ@r
[ ia
L ;
e o
e nbw
iz xﬁ.@
e <,
bl
[ la:
e
e _S@
& ‘o "
o wﬂ
- oe £
— ol wm&.
| o
. Z%
il
£,
21 @
=ik ..»QM
= ‘og.
ol ‘gl
12 ‘G,

MAREZ

&

[Refresh I TTJAILN

Moo

Excl [ €w [/ DnA

10000
5000
0

A

Sort Locus
O—HAZECNMFIIE(

I Refresh I
AN

C
T

0k

— ol .
- .S._N
- Mn.
o i,
— 0l m.m.&_
B
I o
I+ bumw
[ <g,
& o

10000
5000
0

A

B

> a7 || Fndag

Sort Ag

O—hAZETLIVIE

. . Q.nf.
. 3 WDM
i S - ab_m.a - -
Okl - - - mﬂﬁu
mlmﬁ - By ) &
B . b o o,
O - hh@. -~ -
O %b.ﬁm... . - N
[ Y _—‘b.ﬁ@, - - E
i - n.mu.?.,. L -
—t= . ~ ~ 2
[ S - e S g,
| el & - - _vn.&u
| — V] @ ub_.&_v - -
; . &b_-\,m. . &
. &w_ﬁ . ‘g,
: o, . B
- %W.A.u = =
N Aﬂm&. & .
. ab_\nu - -
_—Mu..nwpf o u a
g N . .
2 o
N P, i B 5=
; res ; ; &
- ! : : "
. .SM . - K
£n.
: & : : g
. g - - 2
. i s -
. Ze N ) M
) P N ) N
- Q.h,w. - - —
: e : : S
. s > -
z | ” “ : : A
I :
m o e Z (& M
i
&
I




Class IIOfMF TOEE S Y

» DP/DQOE —XIC(F2FBFEDHLAFURMEE LTS

» YIEIBIH S, BZIE-ADRIEH afHEBEDESSICLDRIETH
S HIR g DTENWNE

Class IIOt&E

753 — N v v
40 rDQ0201A0301 DQA1*03:01,DQB1*02:01 DaQ2
41 rDQ0201A0401 DQA1T*04:01,DQB1"02:01 DQz2
42 C4987DQ0201 DQA1"05:01, DQB1*02:01 DaQ2
43 rDQ0202A0201 DQA1"02:01, DQB1702:02 DaQ2
44 rDQ0401A0201 DQA1"02:01, DQB1704:01 D4
45 C4107DQ0401 DQA1"03:03, DQB1704:01 DQ4
46 rDQ0402A0201 DQA1"02:01 ,DQB1"04:02 DQ4
47 rDQ0402A0401 DQA1"04:01, DQB1*04:02 D4
48 C4905DQ0501 DQA1*01:01, DQB1705:01 DQ5

Class II DP/DQ(IVI MO BENHITEDIERZZDFFFHRAET. CEE THESRZHFEVVLET
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DQA/DPADIRICFIVIZANIIES DQA/DPADIRICFIVIZANTVWRWNES
afHNRIGLTWSEZRBU T, YINIITHBEEHEZITD YIRD17(3DQB/DPBOHNMFIEI DLAREL THIET S
— DQA/DPATIZEHITELL Y LIVEERBTRRENDS —DQA/DPATZMEHITE (FEN R0

DQA CREG - Glass I m T CREG - Clasa I
[ jppafd DHA Epitops - HMM Clasa2 0817 n Epitope - HMM Glass2 1817
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S — | TN (e E G . l%@ O e

. [Sort AglZZ&IUv) [Sort AglaAaYUwY

Sort by
DQA1/DPA1%Z/Uv)
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= I\ K\ » ALz N1 “w ~  — M —
BN =2 — XD ShafHE BEHODEBSICL DRI TH DN EFIR I SERIC

ERALTZEW
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CREG (Cross Reactive Group) A4
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| |[Fndag | sortag || sortiocus [ Exd | Mow [Jowa meoy e | IR 4 Sero(2H1R"R) )
T Sero — PROUT | N

ov L1 DNA(4HIZER)

"9 Y Creg Map - Jul 2023 Update

25000,
Associations:  ajjcles connected by lines of same
Bwe I color/pattern or placed in the
20000 same rectangle share epitope A1l
St (a6 | w1 ] 43
ag0 o oma
15000 1
A26
| =] |
10000) 2 AEED1
B76 |
o il s A
1
B*51:02 B72 22 Arzs
b BS8
1
| Ll & i
o L L L B51  BS3 875 L&
SRR T R R R AT AR s e e e S R AERETERLTET IR R | Bs7 B -
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B2 B35, BT B8 | oo Nfr\
Agg%g;ggg [ } ] B46 | N / ]
Eif | S ~—/

CREG Map LTI —T&&IRIZEBMICSENZTVIVEAL > SBII)\(51 han.,
FEATAESR F TIEB R THIENS

Clearz7VwJ g 3L\ 151 MYERS

>HLA Fusion4.7m5(d[ Print Screen]Tpdftt A1 BIgE(IC
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Epitope (TER—T) &Eplet (TLwH) M4

- Epitope (IE~-T)
—Eul\nctjio?nal Epitope (B&EERVIE M—T) . Structural Epitope (##i&EI

 Functional Epitope = Eplet (TJL» —AEITRTE TE T
PItop plet ( Uh) AT | (T DSBS

Polymorphic Eplet Epitope
amino acid 3A radius 15A radius * Am J Transplant. 2019;19:1708—1719.
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CREG vs Eplet

ARSI IV —T TUEURER

AR IECEDNIEDAHT, RZED MIRD Y =) ELELHICE D i sasaaP i T

I—J1EL THBlIEZEELEE D AT, VPS/BEDMELIERCRYI

FUADKRIGEICE DD EE <> TURDFRETRICED(DEE
|BEHSOFRERR] <> HLAE{E AT CRRRE(L
EBRORIG <> IGOFAE|
ERBHDONIRVRIGEHD «—> FRIESDICRIGURWSEEEHD

AO—hX
— o r—— - HLA allele a1-domain
La36 |— A1 HH{ A3 | A11] |i[ A30 '
280 229 11123333333444455566666777777788889
: = Position 37917940123456134824623567034678901230
1 A26 -- A43 Consensus  HYFSREADTQFVRFAQGRRIQGQERNVHTDVDLGTLRGA
I : 1k
= A2 HH Ae9 |i] i Ae6 |
i[A24 | : i | T
.............. ;| A68 |§ El A34 |; ; A33 : _ :
HLA-A*26:01
| A25 | A32 —] A74 J; HLA-A*30:01
) HLA-A*31:01
* Nakajima F. MHC Vol.13, No2: 2006 (—Blci%) HLA-A*33:03

MIRMERIGE1:1ORIET RS 1D DMEFSERDINRERIET S
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Statistics N AbA Epitope A =
PC:(002) 9873.98 3 T T = ASCI n
- >= < P

WC:(001) 113.7 p=c =an (Ba Final Assignment [BH8] DAg Manual New |"H'F
BC/NC:3€.342 BS2 1 o 17288.01
Ll B5g 1 o 17014.36 spec. l
Cutoff OLI Current

w2 120 78 20 78 B77 1 0 1666l1.85 .

T EDC 290.89 B51 2 0 16353.79

Xe 12844.25 1244.25 B53 1 a 15066.95

X8 3948.38 3543 38 B&2 1 & 14G962.06

ResultType: Default J
Excluded Antigen o= . o e Sl H " | —

ign -ve
| [ user Cutoff [] Locus Cutoff ‘ DPRA ‘ CPRA
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Leneric Typing  LABType  MicroS5P

Generic Antibody

[

LABScreen
.m Antibody Custom

Reports | Data Sample PatientInfo  Profile  Lkilities Help  Exit

QE G4 € ®

bl [s5]

T

Ra50

| Antibody Screer

PatientID
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Antibody Screening/ldentification

Specialty  Statistical Miscellaneous My Favorite  Tools

T

[ ] 1 5ample Per Report
By:

4% Custom Antibody Screening Report Setup

Single Antigen F HLA FUSion"'

Type or enter the report names:

‘LABS:raen

[ Lab Infor mation
Patient Information

atient ID, Mame (REQUIRED for this eroup)
[] Praject Tvpe

[ 55N

Ethnicity, DOB, Gender

[] Disease. Status. Blood, Transplant Tvpe
[] Address, Phone, Email

[] Spouse, Eme. Contact, Emplover

[] DCM, Hospital, Division

[] UNOS GPRA

Donor Info

Malecular Typing Sero Typing
fintibody Assignment

Match / Mismatch

fidd MFI Bazeline

ficceptable Antigens

Unacceptable fntigens
AM DFG ETKAS DFC
Unacceptable Epitopes

Sample Information

Satiple 10 (REQUIRED) [ Barcode
[] Svstem Comments [] User Camments
[] Sample Source [ Dilution Factor
Session Information
[] Session 1D/ Date {REQUIRED for this eroup)

Test Gonfiguration

[ User Settings:
Excluded Antigens, Positive Region
Threshold, Normalization Formula, Allels
Level

NG and PG Values, % PRA —or- #5A
and Gutoffs by Region

Overall Results/ Assignments

Other

% Donor PRA

Newr Antibody
Possible Epitope [ Amina Acid Position

Epitope Analvziz Results

#Antibody Specificity {(REQUIRED for this eroup)
GREG Analysis Details:

TP, FN, Mean (Raw) of Positives
CGREG Chart, Gircle DSA

Tail Analysiz Results

O by Specificity (REQUIRED for this
[ Tail Analysis Details:

TP/FPAFMATN, R Value, Average Score, %
Ihclusion, Strength Tdes:

[] Manual Tail Assignment

Test and Catalog Details

ead ID or Test Well (REQUIRED far this
Test Values: Fan, Raw, Mormalized, Gourt
[[] SFI Raw, SF1 Mormal

Allele Specificity @ ASC () DES
[] Gutoff Summary
Bead MFI Chart

[] Raw Data Baseline

[] Sort Antigen Uzing HLA Order
[] Renn Seare Sort Alphanumerically

g At 2?20 @™

SLRRLY.

Customize Report

Sern Specificity Sort by: Eead ID ~

LiR— NP IIEEZER

[ Luminex hfo

[] Session Details: Gatalog 1D, Locus Type,
Tezt Pogition, Date, N5 Sample

[] Mare Tests and Tests Remarks

[ Guantiplex/3FI

Check All_| [ uncheck an | |
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LABScreen

& Approved By:+

VERITAS

(@) Date::
Lab Name:~VERITA S Lab Code:
— .
/ \ Imstitute:
Street: ﬁﬁ §l'b,|\ $E Contact:
Lab City o |18 StateProvince:”  TOKYOw Email: Gveritasutk.co jpe
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