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Update Reference > Update Reference File

Cataleg Template Association Catalog Information/Management
Molecular Product Configuration H Demographic/Allele Frequency
Antibody Product Configuration > pmnGREG Information Management
General Settings tpitopeiimiion vt

. SION_SQL 14EXP\20190125
Products Selection F ke 3

Validation % - 12 MB of 10240MB DB v
S?DN,SQLHEXF‘\F@ME -
Switch User nielit »

Switch Database

Utilities—Update Reference—Epitope Information Management®II&(CUw)
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&, Epitope Management
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Epitope Type: OLI s | Glass: Class W | Delete impost I
Giroup Sero Alleles AA Position  Polymorph Frequency Struct
p[1 A1.A36 A®01:01,A*36:01 44/150138 44K/
1E Al1,A36 A*01:01,A%36:01 44/150/158 44K/
2 A2 AES A®02:01.A*02:03.A"02:06.A"69: | 107 107W
3 A23.A24 A23.01.A*24:02.A724.03 -] 635G
3E A23.A24 A23.01.A*24:02.A724.03 <] 635G
4 A23,A26 A34 A43.ABE A®25:01,A°26:01.A"34:01,A"34: | 9+149/74+143 (9Y)
4PC A25,A26 A34 A43.AB6 A*25:01,A°26:01,A°34:01,A%34: | 9+149/74+148 | (9Y)
5 A29.A43 A®29:01.A"29:02.A"43:01 62 62L
[: A3 A*03:01 161 161D
7 B7,B8,B13,B18,827,B35,B37,B3 |B*07:02,B*08:01.B*13:01,B*13: 865 65Q &
8,B39,B41,B42 B44,B45,B46, B4 |02,B*18:01,B*27:05B*27.08, B*
7,B48,B49,B50,851.852,853,B5 |35:01,6*37:01,6*38:01,6*39:01,
4,B55,856,859,660,861,862,B6 |B*40:05,8°41:01,8°42:01,6%44:
4 BE5,B67,B71,B72,B73,B75,B7 |02,B*44:03,B"45:01,B*46:01,B*
6,B77.878,B81,B82,B"4005 47:01,B*48:01,B8"49:01,B*50:01,
8 B13 B*13:01,B*13:02 145/41+46 1450/
9 B38.839.867 B*38:01.8*39:01.8*67:01 158 158T
10 B46 B*46:01 46+66/69 4BA+GEK /
1 BE B=08:01 67+131/67+177/ | (67F)

[ sevems |[ sewe
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&, Select file to Import

« v « Peter » Import Files > MatchMaker

BE - HLWTA Y-

~

:LE]

i

= HLA Matchmaker - ALL

" HLA Matchmaker - match sample with NMDP
° HLA Matchmaker - match sample with null

: HLA Matchmaker patient donor list

07 HMM-CLO1-0817-CAT-00
87 HMM-CLO2-0817-CAT-00
05 HMM-MICA-0817-CAT-00

B MM session from KH dB
B Osaka_Patient List

v D

=M HE

2018/03/08 0:03

03/02 19:21
18/03/02 19:21
2017/10/09 10:53
2018/03/02 19:05
2018/03/02 19:05

2018/03/02 19:05
2018/03/02 19:21
2018/03/05 17:26

TP4I&(N): | HMM-CLO1-0817-CAT-00

~| Al files (%)

=
= o

MatchMaker() 52

E-

s

Microsoft Excel 97-2..
Microsoft Excel 97-2..
Microsoft Excel 97-2..

Microsoft Excel 97-2..

Microsoft Excel 777 [|

Microsoft Excel 7-7
Microsoft Excel 7-7
Microsoft Excel 7-7
Microsoft Excel CSV ..

Froul
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ImportzJUyIU. J74 )2 &IR—F<& VY]
1 BICAIN—=RTEBRT7MILIE 1 DDOH
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&+, Import Epitope
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HLA Fusion®

Lot Type Hame

[HMM Clasz | 0817

QK

Liarcal

R 01 0 00

EF | i Sarog based on Alieles if
. e ie MO Sero data in File
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@ Epitope Type NameZ A/IU. L(CFIvI%Z AN, OK%ZIUW%
X Epitope Type NameldcsvI7M ) &ERIUTHBLERA
NME T BIEHIFRRESNEITDTOKZI WY

® ClosezZUwIU T T (SavezZUvIURWTLIZEW . —EBDT —INELRFENEEA)

1
20,C*05:21,C°05:22,C*05:23,C*

M Cilasst 0B17 o Clar Clss v | Delete || imoor |
Sero Alleles AA Position  Polymorph Frequency Struct Epito Exposecf
Cw1,Cw2,CwS,Cwt,Cw7,Cw8 C*01:02,C*02:02,C*02:10,C*05: |1 1c True
01,C*06:02,C*07:01,C*07:02,C*
07:04,C*08:01,C*08:02,C*12:02,
C*12:03,C*14:02,C*15:02,C*16:
01,C*18:01,C*18:02,C*01:03,C*
01:04,C*01:05,C%01:06,C*01:07,
Ciﬂ1 :Oalct AL Ma' s Wt (L FPL FaWatiull
11,£*01:12| Epitepe Import *
01:15,C*01
C*01:19,C*
22,C"01:23 . .
01.26.C°01 Epitope import completed.
C*02:05,C*
08,C*02:09
02:13,6°02 E
=1 | REVZIPDIR-:
ave WU
02:26,C*02:27,C*05:03,C*05:04, | W
C+05:05,C*05:06,C+05:08,C05: IQYA
09,C*05:10,C*05:11,C*05:12,C*
035:13,C*05:14,C*05:15,C*05:16,
C*"05:17,C"05:18,C°05:19.C"05:

|5t-.h|

Save || D

v
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4 Epitope Management b
1
Epitope Type: [HMM-GLO1-0817-CAT-00 | Class: [Clssd1 v| [ Delete || mpot |
- po |
Group mm:?ﬁg%—-uuss]]?{-%ﬂ_-uuuu ro Alleles AM Position Palymorphic Res Frequency Struct Epitope Exposed
ic LI Cwd C*01:02,C*02:02,C*02:10,C*05:01,C*06:02,C*07 |1 1ic True
:01,C*07:02,C*07:04,C*08:01,C*08:02,C*12:02,C
*12:03,C*14:02,C*15:02,C*16:01,C*18:01,C*18:0

2,C*01:03.C*01:04,C*01:05,C*01:06.C*01:07.C*
01:08,C*01:09,C*01:10.C*01:11.C*01:12,C*01:1
3.C*01:14.C*01:15,C*01:16,C*01:17.C*01:18.C*
01:19,C*01:20,C*01:21,C*01:22,C*01:23,C*01:2
4,C*01:25,C*01:26,C*01:27,C*02:03.C*02:04 C*
02:05,C*02:06,C*02:07,C*02:08,C*02:09,C*02:1
1.C*02:12,C*02:13,C702:14,C*02:15,C*02:16.C*
02:17,C*02:18,C*02:19,C*02:20,C*02:21,C*02:2
2,C*02:23,C*02:26,C*02:27,C*05:03.C*05:04.C*
05:05,C*05:06,C*05:08,C*05:09.C*05:10,C*05:1
1,C*05:12,C*05:13,C*05:14,C*05:15,C*05:16,C*
05:17,C*05:18,C*05:19,C*05:20,C*05:21,C*05:2
2,C*05:23,C*05:24,C*05:25,C*06:03.C*06:04.C*
06:05,C*06:06,C*06:07.C*06:08.C*06:09,C*06:1
0.C*06:11,C*06:12,C*06:13,C*06:14.C*06:15.C*
06:17.C*06:18,C*06:19,C*06:20,C*06:22,C*06:2
3.C*07:03,C*07:05,C*07:06,C*07:07.C*07:08.C*
07:09,C*07:10,C*07:11,C*07:12,C*07:13,C*071
4,C*07:15,C*07:16,C*07:17,C*07:18.C*07:19.C*
4 07:20,C*07:21,C*07:22,C*07:23,C*07:24,C*07:2

5,C+07.26,C707:27,C-07-28,6707:29,C-07-30,C" I
07:31,C°07:35,C*07:36,C*07:37.C°07:38,C°07:3 a V e \J
9,C*07:40,C707:41,C°07:42,C707:43,C07:44,C

07:45,C*07:46,C*07:47,C*07:48,C*07:49,C*07:5 “w
0,C*07:51,C*07:52,C*07:53,C*07:54,C*07:56.C* \\ < 77— é (/ \
07:57,C*07:58,C*07:59,C*07:60,C*07:62,C*07:6 (&

3.C*07:64,C*07:66,C*07:67,C*07:68.C*07.60.C*
07:70,C*07:71,C*07:72,C*08:03,C*08:04,C*08:0
5,C*08:06.C*08:07,C*08:08,C*08:09.C*08:10.C*
08:11,C*08:12,C*08:13,C*08:14,C*08:15,C*08:1
6.C*08:17.C*08:18,C*08:19.C*08:20.C*08:21.C*
08:22,C*08:23,C*12:04,C*12:05,C*12:06.C*12:0

< > ’
[ savess | |[  save || belete Group | Close |
=1

@ QRDIEIEZEFEDIRL. 3DDIFAIHIANIERRESNBEZMERL, 1h— T T
® Closez7UwIULTHET (SaveZzZ7UwIURRWTLIZEW —ZBDT —INEUIRTES
NnNFLEA)

VERITAS




BEATDESTE vV

VERITAS

TN W W7 S e oy W T

& Analysis Configuration Settings — ~

Utilities—Antibody Product = ——

Configuration— - Product Type : LABScreen Single Antigen% %R

Set Analysis ConfigurationDIIE(C7Uy%

Threshold : |3 ~ Formula: | Baseline ]G Include |
(] Y
~
N—BNUI 71 )V %2R
¢ 1w Help co Low Bead Count *: a0 ’r // \ |\l.17:—7} l’_\.
=, NG Raw *:
-d Update Reference > ﬂ- 2 0 @9 i 1500 [—epe
Llg Lawy MG % #: 76 | Clazs T HiM Clazz1 0817~ | AEA
Catalog Template Association ;
. Low PG *: (500 | GClazs T | [HMM Class2 0817~
o) Molecular Product Configuration > Data and Low PG/NG Ratio *: [2 | mica: HMM Mica 0817
. | Antibody Product Configuration | Create Combined Products Negative Sample Citeta
5 General Settings Set Default Negative Value Normal Walue of First Bead < D Sort Beads on Antigen
: Set Mixed Product Configuration Marmal Value of Third Eead < [[] Display Graph Raw
ﬂ Products Selection I = -
. . MAW Conﬂgurahnn I:‘ Da Mat Display Warning Mezzages
1 Validation > "
N5 File Import Swap Bead if NG is higher than all Beads
5 Switch User jrortr Swap Bead if NG iz high
_ Swap Bead if Low MG
: Switch Database
I [[] Set Max User Defined CutOff :
wIasE 1 1ass U
Baseline (10000 | X8 S xs> |
Fato [p | xe>l ] xe>x |
Foe 0010 x4 = | xa»=___ |
X2 == X2 >=
l:‘ Auta Accept All l:‘ Use WE-32/F.J Factor Normalization as Default
Hide Tail Analvzis Window Uze Mean of Mormal in Epitope Analvzis
l:‘ Exclude Patient Typing =
DShow OM& Mode S CI ODJ”E(—OIJ\\ UL/ %&
ave—CUI0SeU))liHIc Y %]

* : Required Field | Reset tn | | Save | | Clnse |
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